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Heng Chen 
Chinese·Male·02/13/1997 

heng.chen@pmb.ox.ac.uk·heng.ac.cn 
 

Education 

University of Oxford 
Department of Biology·Pembroke College 

[PhD·Biology] 2025 - 2027·UK 

Dissertation: How mating system impacts siren sRNA biology 
Supervisor: Prof. Rebecca Mosher 

University of Arizona 
School of Plant Sciences 

[PhD·Plant sciences] 2023 - 2025·US 

Dissertation: How mating system impacts siren sRNA biology 
Supervisor: Prof. Rebecca Mosher 
Courses: Plant Genetics and Genomics·Biostatistics·Big Data Analysis·et al. 

University of Chinese Academy of Sciences 
Northeast Institute of Geography and Agroecology 

[MSc·Plant genetics and breeding] 2019 - 2022·CN 

Dissertation: Major gene mapping and analysis for isoflavone accumulation in soybean (Glycine max L.) 
Supervisor: Prof. Qiuying Zhang 
Courses: Functional Genomics·Mollisols Agroecology·Bioinfomatics·Advanced Molecular Genetics· 
Epigenetics·Advanced Molecular Genetics·Molecular Design Breeding·et al. 

Nanchang University 
College of Science and Technology 

[BEng·Bioengineering] 2014 - 2018·CN 

Thesis: Plant design for annual output of 500 tons of blueberry high calcium yogurt 
Supervisor: Prof. Min Li 
Courses: Advanced Mathematics·Genetics·Biochemistry·Microbiology·Cytobiology·Molecular Biology· 
College Chemistry Experiments·Organic Chemistry Experiments·et al. 

Nanchang University 
School of Economics and Management 

[BSc·Finance] 2014 - 2018·CN 

Thesis: The value investment analysis of 2016 gold plate 
Supervisor: Prof. Yongmei Zeng 
Courses: Statistics 

 

 

 

Honors 
• DPhil / PhD 
 Dean of graduates fund                        (2025·Oxford)                            1000 GBP 

Melandra Castle Travel Prize                  (2025·Oxford)                             400 GBP 
UK Plant Epigenetics Network Travel Prize    (2026·BBSRC)                            250 GBP 

• Master 
 Academic Scholarship                             (2019, 2020, 2021·UCAS)              10000 CNY/year 

National Graduate Scholarship                      (2019, 2020, 2021·China)                8000 CNY/year 
Outstanding Graduate Student Award              (2021·IGA, CAS)                             TOP 5% 

Merit Student Award                              (2022·UCAS)                                 TOP 10% 

Excellent Dissertation Award                      (2022·IGA, CAS)                             TOP 4 
• Bachelor 
 First Class Scholarship                             (2015·NCU, CST)                            TOP 2 

Second Class Scholarship                          (2016·NCU, CST)                            TOP 5 
 

mailto:heng.chen@pmb.ox.ac.uk
https://heng.ac.cn/


Heng Chen’s CV page 2 / 3 
 

Skills 
• Physiological Experiments 
 HPLC·GC·Amino-acid Analyzer·Grain Analyzer·Photosynthetic Apparatus·et al. 

• Molecular Experiments 
 qRT-PCR·Yeast Two-hybrid·Pull Down·Western Blot·ChIP·RIP·ATAC-seq·Crispr Cas9·et al. 

• Bioinformatics & Biostatistics 
 Python (especially transcriptomics, genomics and epigenomics)·R·SPPS Statistic·Meta-analysis·et al. 

 
 

 

 

Research 
- How mating system impacts small RNA biology in Brassicaceae  2024.10-present 

(PhD project) 
• Generate RNA seq, small RNA seq, and bisulfite seq data for ovule and leaves in model plants  
• Build a pipeline to compare epigenomic data across species 
• Investigate how siRNAs and their targets evolve during plants selfing transition 

- Near-Gapless and Haplotype-Resolved Capsella Genomes Enable Investigation into  
Genomic Consequences of Mating System Shifts 

2024.01-2026.02 
(PhD project) 

• Created high-quality genome assemblies (near gapless) for three Capsella species based on PacBio reads and HiC 
• Created high-quality genome annotations (protein coding genes (including multiple isoforms), ncRNAs, TEs) for 

three Capsella species by building customized pipelines 
• Performed comparative genomic analysis among Capsellas 
• Created and maintained the CapBase  , an online database for Capsellas genetic and genomic resource 
  

 

 Selected Publications 

• Heng Chen, Robyn Emmerson, Rebecca A Mosher* (2026). Near-Gapless and Haplotype-Resolved Capsella 

Genomes Enable Investigation into Genomic Consequences of Mating System Shifts. bioRxiv, 

2026.07.10.737683 

• Nannan Li, Guankai Qiu*, Heng Chen*, Jingying Wang, Hongwen Yu* (2026). Microbial Aggregates and 

Functional Materials for Mitigating Soil Nitrogen Loss: A Review Soybean. Reviews in Environmental 

Science and Bio/Technology, 25(3) 

• Heng Chen#, Changkai Liu#, Yansheng Li, Xue Wang, Xiangwen Pan, Feifei Wang, Qiuying Zhang* (2023). 

Developmental Dynamic Transcriptome and Systematic Analysis Reveal the Major Genes Underlying 

Isoflavone Accumulation in Soybean. Frontiers in Plant Science, 14: 114349 

• Heng Chen, Qiuying Zhang*, Xiaobing Liu (2022). Nutritional and Health Benefits of Soybean to Human 

Immunity (Book Section). Rishi BehlEd. Plants for Immunity (in press) 

• Heng Chen, Xiangwen Pan, Feifei Wang, Changkai Liu, Xue Wang, Yansheng Li, Qiuying Zhang* (2021). 

Novel QTL and Meta-QTL Mapping for Major Quality Traits in Soybean. Frontiers in Plant Science, 

12(2773): 774270. 

• Heng Chen, Xiangwen Pan, Feifei Wang, Changkai Liu, Xue Wang, Yansheng Li, Qiuying Zhang* (2021). 

Molecular Mechanisms of Isoflavone Biosynthesis and Regulation in Soybean: A Review. Soils and Crops. 
10(02): 126-142. (in Chinese with English abstract) 

 

https://capsella.uk/
https://www.biorxiv.org/content/10.64898/2026.07.10.737683v1
https://www.biorxiv.org/content/10.64898/2026.07.10.737683v1
https://link.springer.com/article/10.1007/s11157-025-09754-2
https://link.springer.com/article/10.1007/s11157-025-09754-2
https://www.frontiersin.org/articles/10.3389/fpls.2023.1014349/full
https://www.frontiersin.org/articles/10.3389/fpls.2023.1014349/full
https://www.chenheng.site/publication/2-soybean-for-immunity/
https://www.chenheng.site/publication/2-soybean-for-immunity/
https://doi.org/10.3389/fpls.2021.774270
https://kns.cnki.net/kcms/detail/detail.aspx?dbcode=CJFD&dbname=CJFDLAST2021&filename=TRZW202102002&uniplatform=NZKPT&v=KVUElG2mvYg1uipEIzZqFeDXPL988AJ-OLVKQQOp3ijcLs1Wdv7bbwv9xQJ7xzCo
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Database & Resources 

•  Capsella Database (CapBase): a developing resource for Capsella genetics, genomics, and bioinformatic 

tools.  

•  Arabidopsis Database (AraBase): a user-friendly resource for Arabidopsis thaliana genetics, genomics, and 

bioinformatic tools, including TAIR12 and TAIR10 assemblies and annotations. 

•  Enhanced Araport11 annotation: a resource for Araport11 annotation (TAIR10 assembly) of Arabidopsis 

thaliana offering standardized TE classification and user-friendly genomic annotation files. 

•  Customized scripts for genomics research: an integrated bioinformatic repository for genomic, 

transcriptomic, and epigenomic research. 

•  Air Chat, a registration free website/interface to use ChatGPT for free, unlimited and stable. 

 
    Talks & Posters 
• 2026 

 Talk - BBSRC-funded UK Plant Epigenetics Network (UK-PEN) 2026 - Dundee, UK 

• 2025 

 Talk - Biology Graduate Symposium (University of Oxford) - Oxford, UK 

 Poster - Keystone Symposia: Plant Epigenetics and Epigenome Engineering - Fort Collins, CO, US 

• 2024 

 Talk - SPLS Serials Seminar (University of Arizona) - Tucson, AZ, US 

 Poster - ALVSCE Research Poster Showcase (University of Arizona) - Tucson, AZ, US 

 
 

Editorial Experiences 
Reviewer Panel [Reviewer] 2024.05-Present 

• Reviewed manuscripts for academic journals as a peer reviewer, such as Theoretical and Applied Genetics, 
Frontiers in Plant Sciences, BMC Plant Biology, Scientific Reports, Bio-protocol, etc 

Horticulture Research (Online) [Academic Editing Intern] 2022.09-2024.01 
• Wrote news report to introduce the recently published articles  
• Organized webinars  

Bio-Protocol (Online) [Academic Editing Intern] 2022.05-2023.08 
• Collected, integrated and processed the submission  
• Integrated and reviewed the discussion part of published protocol 

 
 

 

References 
 

Prof. Rebecca Mosher [Professor of Oxford] 
• Email: rebecca.mosher@biology.ox.ac.uk 

Prof. John Mackay [Professor of Oxford]  
• Email: john.mackay@biology.ox.ac.uk 

Prof. Ravi Palanivelu [Professor of U of Arizona]  
• Email: rpalaniv@arizona.edu 

Prof. Xiaobing Liu [Professor of IGA, CAS]  
• Email: liuxb@iga.ac.cn 
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